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Objective: We present molecular cytogenetic characterization of prenatally detected inverted duplication
and deletion of 10p [inv dup del(10p)].
Case report: A 39-year-old, primigravid woman underwent amniocentesis at 17 weeks of gestation

Keywords: because of advanced maternal age. Amniocentesis revealed a derivative chromosome 10 with additional
ghfomosome 10p material at the end of the short arm of one chromosome 10. Simultaneous array comparative genomic
eletion

hybridization (aCGH) analysis revealed the result of arr 10p15.3 (136,361—451,013) x 1, 10p15.3p12.1
(536,704—25,396,900) x 3 [GRCh37 (hg19)] with a 0.31-Mb deletion of 10p15.3 encompassing ZMYND11
and DIP2C, and a 24.86-Mb duplication of 10p15.3p12.1. The pregnancy was subsequently terminated,
and a female fetus was delivered with facial dysmorphism. Postnatal aCGH analysis showed that the
umbilical cord had the same result as that of amniotic fluid, whereas the placenta had only the deletion
of 10p15.3. Fluorescence in situ hybridization (FISH) analysis of the cord blood confirmed inverted
duplication and deletion of 10p. The cord blood had a karyotype of 46,XX,der(10) del(10) (p15.3)dup(10)
(p15.3p12.1)dn. Polymorphic DNA marker analysis confirmed a maternal origin of the chromosome 10
aberration.
Conclusion: Prenatal diagnosis of inv dup del(10p) with haploinsufficiency of ZMYND11 should include a
genetic counseling of mental retardation and chromosome 10p15.3 microdeletion syndrome. aCGH, FISH
and polymorphic DNA marker analysis are useful for perinatal investigation of inv dup del(10p).

© 2019 Taiwan Association of Obstetrics & Gynecology. Publishing services by Elsevier B.V. This is an
open access article under the CC BY-NC-ND license (http://creativecommons.org/licenses/by-nc-nd/4.0/).
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Introduction non-allelic homologous recombination model [6] and the premei-

otic non-homologous end joining model [7].

An inverted duplication deletion with a terminal deletion (inv
dup del) is a rare complex chromosomal rearrangement that in-
volves an inverted duplication of a chromosome in association with
a deletion distal to the site of duplication [1—4]. Proposed mecha-
nism of the inv dup del include the U-type exchange model [5], the

We previously reported molecular cytogenetic characterization
of inv dup del(8p) [1], inv dup del(9p) [2], inv dup del(10q) [3] and
inv dup del(14q) [4]. Here, we present an additional case of inv dup
del(10p).
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Case Report

A 39-year-old, primigravid woman underwent amniocentesis at
17 weeks of gestation because of advanced maternal age. Amnio-
centesis revealed a derivative chromosome 10, or der(10), with an
additional material at the end of the short arm of one chromosome
10. Simultaneous array comparative genomic hybridization (aCGH)
analysis revealed a result of arr 10p15.3 (136,361—451,013) x 1,
10p15.3p12.1 (536,704—25,396,900) x 3 [GRCh37 (hg19)] with a
0.31-Mb deletion of 10p15.3 and a 24.86-Mb duplication of
10p15.3p12.1. The karyotype was 46,XX,der(10)del(10) (p15.3)
dup(10) (p15.3p12.1), The pregnancy was subsequently terminated,
and a 342-g female fetus was delivered with facial dysmorphism of
low-set ears, hypertelorism, frontal bossing, a large nose and a wide
mouth (Fig. 1). Postnatal aCGH analysis on the umbilical cord
revealed a result of arr 10p15.3 (136,361—451,013) x 1.0,
10p15.3p12.1 (536,704—25,396,900) x 3.0 [GRCh37 (hg19)] (Fig. 2).
aCGH on the placental tissue revealed a result of arr 10p15.3
(136,361—451,013) x 1.0 [GRCh37 (hg19)] (Fig. 3). The 0.31-Mb
deletion of 10p15.3 encompasses two Online Mendelian Inheri-
tance in Man (OMIM) genes of ZMYND11 and DIP2C, and the 24.86-
Mb duplication of 10p15.3p12.1 encompasses 87 OMIM genes. The
parental karyotypes were normal. Metaphase fluorescence in situ
hybridization (FISH) analysis on the cord blood lymphocytes using
the bacterial artificial chromosome (BAC) probes confirmed a
10p15.3 deletion and an inverted duplication of 10p15.3p12.1 in the
aberrant chromosome of der(10) (Fig. 4). Cytogenetic analysis of
cord blood revealed a karyotype of 46,XX, inv dup del(10)
(:p12.1 — p15.3::p15.3 — qter), or 46,XX,der(10) del(10) (p15.3)
dup(10) (p15.3p12.1) (Fig. 5). Polymorphic DNA marker analysis
confirmed a maternal origin of the chromosome 10 aberration
(Figs. 6 and 7). Cytogenetic analysis of the umbilical cord revealed
the same karyotype as that of cord blood.

Discussion

We have presented a rare case of inv dup del(10p) with prenatal
diagnosis by amniocentesis and perinatal molecular cytogenetic
analysis. The peculiar aspect of the present case is the maternal
origin of the chromosomal aberration and the cytogenetic
discrepancy between the placenta and the fetus. Our case shows
that fetoplacental cytogenetic discrepancy may present in fetal inv

dup del(10p). Our finding implies the limitation of prenatal diag-
nosis of inv dup del(10p) by chorionic villus sampling (CVS) and
non-invasive prenatal testing (NIPT) using maternal blood.

The present case has a microdeletion of 10p15.3 and hap-
loinsufficiency of ZMYND11. Chromosome 10p15.3 microdeletion
syndrome is characterized by neurodevelopmental disorder, char-
acteristic dysmorphic features, behavioural disturbances, cogni-
tive/developmental delay, speech delay, motor delay, brain
anomalies, seizures, low birth weight and short stature, and in most
cases the genes of ZMYND11 and DIP2C are deleted [8—14]. Tumiene
et al. [14] confirmed that the ZMYND11 is the critical gene for the
phenotype of chromosome 10p15.3 microdeletion syndrome.
ZMYND11 (OMIM 608668) encodes zinc finger MYND domain-
containing protein 11, and mutations of ZMYND11 are associated
with autosomal dominant mental retardation 30 (OMIM 616083).
Coe et al. [15] reported seven individuals from six families with
loss-of-function variants in the gene of ZMYND11 and the common
features of intellectual disability, hypertelorism, ptosis and a wide
mouth, and other problems of behavioural problems, aggressive
behavior, social difficulty and speech delay.

The present case has a 10p12.1-p15.3 duplication. Partial tri-
somy 10pter — p12.1 has been reported to be associated with
multiple anomalies and mental retardation. Mihci and Lindo [16]
reported a male with a 10p15.3 duplication and learning
disability and melanoma. Dup(10) (pter — p13) has been re-
ported to be associated with motor and mental retardation, cleft
palate, hydrocephalus, cerebral atrophy and cerebellar hypopla-
sia [17,18]. Fryns et al. [19] reported a 21-year-old mentally
retarded female with 10p12 trisomy with slight craniofacial
dysmorphism. Dup(10) (pter — p12) has been reported to be
associated with hydrocephalus [20]. Hoo et al. [21] reported a 21-
year-old female with an inverted tandem duplication of dup(10)
(pter — p12.3) with prominent forehead, dolichocephaly and a
ventricular septal defect.

In summary, we report prenatal diagnosis and molecular cyto-
genetic characterization of inv dup del(10p). Prenatal diagnosis of
inv dup del(10p) should include a genetic counseling of mental
retardation, facial dysmorphism, neurodevelopmental disorder,
central nervous system (CNS) abnormalities and chromosome
10p15.3 microdeletion syndrome. Our case shows aCGH, FISH and
polymorphic DNA marker analysis are useful for perinatal investi-
gation of inv dup del(10p).

Fig. 1. The fetus at birth.
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Fig. 2. Array comparative genomic hybridization (aCGH) of the DNA extracted from the umbilical cord using SurePrint G3 Unrestricted CGH ISCA v2, 8 x 60K (Agilent Technologies,
Santa Clara, CA, USA) shows (A) a 10p15.3 deletion and a 10p15.3p12.1 duplication, (B) a 0.31-Mb deletion of 10p15.3 encompassing the genes of ZMYND11 and DIP2C, and (C) a
24.86-Mb duplication of 10p15.3p12.1.
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Fig. 3. aCGH of the DNA extracted from the placenta using SurePrint G3 Unrestricted CGH ISCA v2, 8 x 60K (Agilent Technologies, Santa Clara, CA, USA) shows (A) a 10p15.3 deletion
and (B) a 0.31-Mb deletion of 10p15.3 encompassing the genes of ZMYND11 and DIP2C.
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der(10)

Fig. 4. Metaphase fluorescence in situ hybridization analysis on cord blood lympho-
cytes using the bacterial artificial chromosome (BAC) probes RP11-915]16 (10p12.3;
18,815,165—-18,961,519; Texas Red, spectrum red), RP11-958E6 [10p15.1;
4,210,832—4,384,495; fluorescein isothiocyanate (FITC), spectrum green] and RP11-
14512 (10p15.3; 222,406—226,399; Cy5, spectrum yellow) shows that the normal
chromosome 10 has three signals in the order of red-green-yellow (from centromere to
telomere), and the aberrant derivative chromosome 10 [der(10)] has four signals in the
order of red-green-green-red but without a yellow signal, indicating an inverted
duplication and a deletion of 10p.
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Fig. 5. A karyotype of 46,XX, inv dup del(10) (:p12.1 — p15.3::p15.3 — qter), or
46,XX,der(10)del(10) (p15.3) dup(10) (p15.3p12.1).
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Fig. 6. Polymorphic DNA marker analysis on the DNAs extracted from the placenta and
the parental bloods using the informative marker of D10S1212 (10p15.3;
160,005—-160,326) (hg19) shows that the father has two alleles of 154 bp and 158 bp,
and the mother has two alleles of 154 bp and 174 bp, but the placenta has only one allele
of 158 bp inherited from the father, indicating a maternal origin of the 10p deletion.
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Fig. 7. Polymorphic DNA marker analysis on the DNAs extracted from the umbilical
cord and the parental bloods using the informative marker of D10S2474 (10p12.31;
19,437,959—-19,438,095) (hg19) shows that the father has two alleles of 142 bp and 150
bp, and the mother has two alleles of 138 bp and 146 bp, but the umbilical cord has
two alleles of 146 bp: 150 bp (maternal allele: paternal allele) with a ratio of 2:1,
indicating a maternal origin of the homozygous duplication.

Conflict of interest

The authors have no conflicts of interest relevant to this article.

Acknowledgements

This work was supported by research grants MOST-107-2314-B-
195-005 from the Ministry of Science and Technology and MMH-E-
108-04 from MacKay Memorial Hospital, Taipei, Taiwan.

References

[1] Chen C-P, Ko T-M, Huang W-C, Chern S-R, Wu P-S, Chen Y-N, et al. Molecular

cytogenetic characterization of inv dup del(8p) in a fetus associated with

ventriculomegaly, hypoplastic left heart, polyhydramnios and intestinal

obstruction. Taiwan ] Obstet Gynecol 2016;55:415—8.

Chen C-P, Su Y-N, Chern S-R, Hsu C-Y, Tsai F-J, Wu P-C, et al. Inv dup del(9p):

prenatal diagnosis and molecular cytogenetic characterization by fluorescence

in situ hybridization and array comparative genomic hybridization. Taiwan ]

Obstet Gynecol 2011;50:67—73.

Chen C-P, Chen M, Su Y-N, Huang J-P, Ma G-C, Chang S-P, et al. Inv dup

del(10q): identification by fluorescence in situ hybridization and array

comparative genomic hybridization in a fetus with two concurrent chromo-

somal rearrangements. Taiwan ] Obstet Gynecol 2012;51:245—52.

Chen C-P, Chern S-R, Lin S-P, Lin C-C, Li Y-C, Wang T-H, et al. A paternally

derived inverted duplication of distal 14q with a terminal 14q deletion. Am ]

Med Genet 2005;139A:146—50.

Weleber RG, Verma RS, Kimberling W], Fieger Jr HG, Lubs HA. Duplication-

deficiency of the short arm of chromosome 8 following artificial insemination.

Ann Genet 1976;19:241-7.

Floridia G, Piantanida M, Minelli A, Dellavecchia C, Bonaglia C, Rossi E, et al.

The same molecular mechanism at the maternal meiosis I produces mono-

and dicentric 8p duplications. Am ] Hum Genet 1996;58:785—96.

[7] Ballif BC, Yu W, Shaw CA, Kashork CD, Shaffer LG. Monosomy 1p36 breakpoint

junctions suggest pre-meiotic breakage-fusion-bridge cycles are involved in

generating terminal deletions. Hum Mol Genet 2003;12:2153—65.

Ravnan B, Tepperberg JH, Papenhausen P, Lamb AN, Hedrick ], Eash D, et al.

Subtelomere FISH analysis of 11688 cases: an evaluation of the frequency and

pattern of subtelomere rearrangements in individuals with developmental

disabilities. ] Med Genet 2006;43:478—89.

DeScipio C, Conlin L, Rosenfeld ], Tepperberg ], Pasion R, Patel A, et al. Sub-

telomeric deletion of chromosome 10p15.3: clinical findings and molecular

cytogenetic characterization. Am ] Med Genet 2012;158A:2152—61.

[10] Vargiami E, Ververi A, Kyriazi M, Papathanasiou E, Gioula G, Gerou S, et al.
Severe clinical presentation in monozygotic twins with 10p15.3 micro-
deletion syndrome. Am ] Med Genet 2014;164A:764—8.

2

3

[4

[5

[6

(8

[9


http://refhub.elsevier.com/S1028-4559(19)30176-7/sref1
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref1
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref1
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref1
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref1
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref2
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref2
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref2
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref2
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref2
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref3
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref3
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref3
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref3
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref3
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref4
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref4
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref4
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref4
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref5
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref5
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref5
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref5
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref6
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref6
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref6
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref6
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref7
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref7
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref7
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref7
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref8
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref8
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref8
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref8
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref8
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref9
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref9
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref9
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref9
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref10
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref10
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref10
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref10

[11]

[12]

[13]

[14]

[15]

C.-P. Chen et al. / Taiwanese Journal of Obstetrics & Gynecology 58 (2019) 698—703

Eggert M, Miiller S, Heinrich U, Mehraein Y. A new familial case of micro-
deletion syndrome 10p15.3. Eur ] Med Genet 2016;59:179—82.

Ferndndez RM, Sanchez ], Garcia-Diaz L, Peldez-Nora Y, Gonzalez-Meneses A,
Antinolo G, et al. Interstitial 10p deletion derived from a maternal
ins(16;10)(q22;p13p15.2): report of the first familial case of 10p monosomy
affecting to two familial members of different generations. Am ] Med Genet
2016;170A:1268—73.

Poluha A, Bernaciak J, Jaszczuk I, Kedzior M, Nowakowska BA. Molecular and
clinical characterization of new patient with 1.08 Mb deletion in 10p15.3
region. Mol Cytogenet 2017;10:34.

Tumiene B, Ciuladaité Z, Preiksaitiené E, Mameniskiené R, Utkus A,
Kucinskas V. Phenotype comparison confirms ZMYND11 as a critical gene for
10p15.3 microdeletion syndrome. ] Appl Genet 2017;58:467—74.

Coe BP, Witherspoon K, Rosenfeld JA, van Bon BWM, Vulto-van Silfhout AT,
Bosco P, et al. Refining analyses of copy number variation identifies specific
genes associated with developmental delay. Nat Genet 2014;46:1063—71.

[16]

[17]

[18]

[19]

[20]

[21]

703

Mihci E, Lindor NM. Germline duplication of chromosomes 10p15.3 and
Yp11.32 in a man with learning disability and early onset cutaneous malig-
nant melanoma. Am ] Med Genet 2008;146A:2298—300.

Stengel-Rutkowski S, Murken ]D, Frankenberger R, Riechert M, Spiess H,
Rodewald A, et al. New chromosomal dysmorphic syndromes. 2. Trisomy 10p.
Eur J Pediatr 1977;126:109—25.

Nomoto N, Nagauchi O. A partial 10p trisomy: 46 rec(10)dup p
inv(10)(p13p26)pat. Jpn ] Hum Genet 1979;24:165-8.

Fryns JP, Deroover J, Haegeman ], Van den Berghe H. Partial duplication of the
short arm of chromosome 10. Karyotype: 46,XX,dup(10p)(pter to p12::p12::
p12 to qter). Hum Genet 1979;47:217—20.

Zergollern L, Begovic D, Muzini¢ D. Trisomy 10p as a result of familial 10/22
translocation. Acta Med Iugosl 1980;34:113—22 [Croatian].

Hoo JJ, Chao M, Szego K, Rauer M, Echiverri SC, Harris C. Four new cases of
inverted terminal duplication: a modified hypothesis of mechanism of origin.
Am ] Med Genet 1995;58:299—304.


http://refhub.elsevier.com/S1028-4559(19)30176-7/sref11
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref11
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref11
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref12
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref13
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref13
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref13
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref13
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref14
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref15
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref15
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref15
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref15
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref16
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref16
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref16
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref16
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref17
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref17
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref17
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref17
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref18
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref18
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref18
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref19
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref19
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref19
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref19
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref20
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref20
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref20
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref20
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref21
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref21
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref21
http://refhub.elsevier.com/S1028-4559(19)30176-7/sref21

	Inv dup del(10p): Prenatal diagnosis and molecular cytogenetic characterization
	Introduction
	Case Report
	Discussion
	Conflict of interest
	Acknowledgements
	References


